had been sporadically isolated from pheasants (in Hungary), 9 horses (in Japan), 10 dogs (in 3 urban communities of Taiwan, July 1971), 11 and seals (in the Netherlands, B/seal/Netherlands/1/1999) 12 as well. To our knowledge, IBVs have never been isolated from naturalinfected pigs in clinical cases. Experimental infection of 12 piglets with infectious IBV (B/Budapest/10/1965) on February 1, 1968, was first conducted in Hungary. 13 The susceptibility of the domestic pig to IBV was confirmed. A serological survey for Midwest domestic swine herds of the United States from 2010 to 2012 was conducted.
Meanwhile, an experimental challenge study was performed in pigs using two representative IBVs: B/Yamagata/16/1988 and B/ Brisbane/60/2008. 14 The susceptibility of domestic pigs to IBV infection in the US study supports and extends former observations made in the 1960s. 13 In this report, we presented gene sequence analyses and comparisons for IBVs isolated from natural infections in Taiwanese 
| MATERIAL S AND ME THODS

| Sample studied
Official veterinarians at local animal disease control centers had involved and visited swine farms according to predetermined schedule and sampling strategy. Nasal swabs, trachea, lungs, and blood were collected from pigs. Case history of each visited farm was collected via questionnaire. Until the end of 2017, specimens of around 30 000 pigs from more than 1500 farm visits were submitted with case history to our laboratory for influenza virus isolation and antibody detection. The 15 983 swine serum samples were collected from 1039 farm visits under active surveys during 2007-17. Hilden, Germany). Several sets of primer specific for detection and amplification of IAV genes and IBV genes (primer names and sequences provided in : Table S1 ) were used in reverse transcriptionpolymerase chain reaction (RT-PCR).
| Virus isolation and identification
| Sequence analyses
The resultant RT-PCR products were purified using a QIAquick PCR purification kit (QIAGEN, Hilden, Germany) and sequenced with IBV gene-specific primers (primer names and sequences provided in: Table S1 ). Nucleotide sequences were determined with an ABI 
| Phylogenetic analyses
| RE SULTS
| Isolation and identification of influenza B virus from pigs
The nasal swabs of fattening pigs collected from 3 swine farms in 2014 had been confirmed to harbor IBVs. Case history for swine herds where 3 sIBVs isolated is provided in Table S2 . Culture su- 
| Phylogenetic relationship between swine and human strains of influenza B virus
Three sIBVs are grouped with B/ Taiwan 
| Amino acid sequence analysis of swine influenza B virus
| Serological data of influenza B virus in swine populations
Based on a conservative HI cut-off titer of 1:40 for seropositivity, 14, 19 antibodies against sIBVs were detected in 31 (0.2%; 95% CI: (Table 1) . Notably, the first one of sIBVs was isolated from swine farm in the Wandan
Township of Pingtung County (data provided in: Table S2 ), but none of positive swine serum samples was found from specimens collected at the same time and any subsequent visits thereafter. As for the other 2 swine farms which IBVs were isolated, none of IBV-specific antibodies had ever detected from serum samples collected at the same farms and any other farms in the same township or district.
| D ISCUSS I ON
Even IBV is thought to be primarily a human pathogen, several serological, molecular, and experimental infection evidences have Case history for swine herds where 3 sIBVs were isolated manifested that asymptomatic influenza infections occurred independently in pigs on swine farms, which are small scale as well as have poor animal health management, biosecurity, and hygiene practices, in different parts of Taiwan (data provided in: Table S2 ).
Our long-term experiences indicated that most of IAVs were isolated from symptomless or mild sick pigs under annual active survey.
Therefore, it would not be surprised that IBVs could be isolated from subclinical pigs in this study. Besides, a matter worthy of note is that none of personnel in those 3 commercial swine farms had received seasonal influenza vaccine. In Taiwan TA B L E 1 Seropositive a cases on swine farms for swine strains of influenza B virus at prefecture level in Taiwan high weekly percentage of IBVs appeared in 6 periods: 2008/31-42, 2010/08-38, 2011/04-15, 2011/29-34, 2011/39-2012/13 In conclusion, public health concerns might arise from the finding that IBVs could be transmitted naturally from humans to pigs, even cross-species infections are sporadic and accidental currently in Taiwan. It implies a cycle of human-swine-human transmission could be or might have been initiated as some of IAVs did in human and swine populations. 33 Therefore, IBV infections in Taiwanese pigs should deserve much more attention, better surveillance, and further detailed investigations.
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